Figure S1
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Figure S2
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Figure S3
A Cladogram

g__Aridibacter

b: g__Blastocatella

c: f__Blastocatellaceae
o__Blastocatellales
f_Mycobacteriaceae

: Other

g: f__Micromonosporaceae
__Micromonosporales

i: f__Pseudonocardiaceae
o__Pseudonocardiales

k: g__Rubrobacter

: f__Rubrobacteriaceae

m: o__Rubrobacterales
f_metagenome

o: Other

: f__Chroococcidiopsaceae
__Mastigocladopsis_PCC_10914
r: f__Nostocaceae

s: g__uncultured_bacterium
: o__Nostocales
g__Helicobacter

v: f__Helicobacteraceae

w: o__Campylobacterales
x: g__Lactobacillus
f__Lactobacillaceae
g__Blautia

a0: g__Lachnospira

al: g_ Roseburia

a2: g__Syntrophococcus
a3: g__Acidiphilium

a4: f__Acetobacteraceae
a5: o__Acetobacterales
a6: Other

a7: g__Methylobacterium
a8: f__Beijerinckiaceae
a9: g_ Aureimonas

bO: f__Rhizobiaceae

bl: o__Rhizobiales

b2: Other

b3: g__Sphingomonas

b4: f__Sphingomonadaceae
b5: o__Sphingomonadales
b6: g__Nitrosomonas

N

X

A

@

o

1-

e e e Al A )

S colon666
o

o colon667
S colon668

colon617

colon618

colon619



	Figure S1
	Figure S2
	Figure S3



